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SEQUENCE LISTING 



<110> DENNIS, EDWARD 
WANG, AIJUN 

<120> CLONED HUMAN LYSOPHOSPHOLIPASE 

<130> 041673-0301 

<140> 09/493,601 
<141> 2000-01-28 

<160> 6 

<170> Patentin Ver . 3.2 

<210> 1 

<211> 710 

<212> DNA ' 

<213> Homo sapiens 

<400> 1 

atgtgcggca ataacatgtc aaccccgctg cccgccatcg tgcccgccgc ccggaaggcc 60 
accgctgcgg tgattttcct gcatggattg ggagatactg ggcacggatg ggcagaagcc 120 
tttgcaggta tcagaagttc acatatcaaa tatatctgcc cgcatgcgcc tgttaggcct 180 
gttacattaa atatgaacgt ggctatgcct tcatggtttg atattattgg gctttcacca 240 
gattcacagg aggatgaatc tgggattaaa caggcagcag aaaatataaa agctttgatt 3 00 
gatcaagaag tgaagaatgg cattccttct aacagaatta ttttgggagg gttttctcag 360 
ggaggagctt tatctttata tactgccctt accacacagc agaaactggc aggtgtcact 420 
gcactcagtt gctggcttcc acttcgggct tcccttccac agggtcctat cggtggtgct 480 
aatagagata tttctattct ccagtgccac ggggattgtg accctttggt tcccctgatg 540 
tttggttctc ttacggtgga aaaactaaaa acattggtga atccagccaa tgtgaccttt 600 
aaaacctatg aaggtatgat gcacagttcg tgtcaacagg aaatgatgga tgtcaagcaa 660 
ttcattgata aactcctacc tccaattgat tgacgtcact aagaggcctt 7io 



<210> 2 
<211> 230 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Cys Gly Asn Asn Met Ser Thr Pro Leu Pro Ala He Val Pro Ala 
^5 10 15 

Ala Arg Lys Ala Thr Ala Ala Val He Phe Leu His Gly Leu Gly Asp 
20 25 30 

Thr Gly His Gly Trp Ala Glu Ala Phe Ala Gly He Arg Ser Ser His 
35 40 45 

He Lys Tyr He Cys Pro His Ala Pro Val Arg Pro Val Thr Leu Asn 
50 55 60 

Met Asn Val Ala Met Pro Ser Trp Phe Asp He He Gly Leu Ser Pro 
^5 70 75 80 



Asp Ser Gin Glu Asp Glu Ser Gly lie Lys Gin Ala Ala Glu Asn lie 
85 90 95 

Lys Ala Leu lie Asp Gin Glu Val Lys Asn Gly lie Pro Ser Asn Arg 
100 105 110 

lie He Leu Gly Gly Phe Ser Gin Gly Gly Ala Leu Ser Leu Tyr Thr 
115 120 125 

Ala Leu Thr Thr Gin Gin Lys Leu Ala Gly Val Thr Ala Leu Ser Cys 
130 135 140 

Trp Leu Pro Leu Arg Ala Ser Leu Pro Gin Gly Pro He Gly Gly Ala 
145 150 155 160 

Asn Arg Asp He Ser He Leu Gin Cys His Gly Asp Cys Asp Pro Leu 
165 170 175 

Val Pro Leu Met Phe Gly Ser Leu Thr Val Glu Lys Leu Lys Thr Leu 
180 185 190 

Val Asn Pro Ala Asn Val Thr Phe Lys Thr Tyr Glu Gly Met Met His 
195 200 205 

Ser Ser Cys Gin Gin Glu Met Met Asp Val Lys Gin Phe He Asp Lys 
210 215 220 

Leu Leu Pro Pro He Asp 
225 230 



<210> 3 

<211> 758 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (49) . . (741) 

<400> 3 

ccgggcgccc gctcttcctt ccgcttgcgc tgtgagctga ggcggtgt atg tgc ggc 57 

Met Cys Gly 
1 

aat aac atg tea ace ccg ctg ccc gcc ate gtg ccc gcc gcc egg aag 105 
Asn Asn Met Ser Thr Pro Leu Pro Ala He Val Pro Ala Ala Arg Lys 
5 10 15 

gcc acc get geg gtg att ttc ctg eat gga ttg gga gat act ggg eac 153 
Ala Thr Ala Ala Val He Phe Leu His Gly Leu Gly Asp Thr Gly His 
20 25 30 35 



gga tgg gca gaa gee ttt gea ggt ate aga agt tea cat ate aaa tat 
Gly Trp Ala Glu Ala Phe Ala Gly He Arg Ser Ser His He Lys Tyr 
40 45 50 



201 



ate tgc ccg cat gcg cct gtt agg cct gtt aca tta aat atg aac gtg 249 
lie Cys Pro His Ala Pro Val Arg Pro Val Thr Leu Asn Met Asn Val 
55 60 65 

get atg eet tea tgg ttt gat att att ggg ctt tea cca gat tea cag 297 
Ala Met Pro Ser Trp Phe Asp lie lie Gly Leu Ser Pro Asp Ser Gin 
70 75 80 

gag gat gaa tet ggg att aaa eag gca gca gaa aat ata aaa get ttg 345 
Glu Asp Glu Ser Gly lie Lys Gin Ala Ala Glu Asn lie Lys Ala Leu 
85 90 95 

att gat caa gaa gtg aag aat ggc att eet tet aac aga att att ttg 393 
lie Asp Gin Glu Val Lys Asn Gly lie Pro Ser Asn Arg lie lie Leu 
100 105 110 115 

gga ggg ttt tet cag gga gga get tta tet tta tat act gee ctt ace 441 
Gly Gly Phe Ser Gin Gly Gly Ala Leu Ser Leu Tyr Thr Ala Leu Thr 
120 125 130 

aca cag cag aaa ctg gca ggt gtc act gca etc agt tgc tgg ctt cca 489 
Thr Gin Gin Lys Leu Ala Gly Val Thr Ala Leu Ser Cys Trp Leu Pro 
135 140 145 

Ctt egg get tec ctt cca cag ggt cct ate ggt ggt get aat aga gat 537 
Leu Arg Ala Ser Leu Pro Gin Gly Pro lie Gly Gly Ala Asn Arg Asp 
150 155 160 

att tet att etc cag tgc cac ggg gat tgt gae cct ttg gtt cec ctg 585 
lie Ser lie Leu Gin Cys His Gly Asp Cys Asp Pro Leu Val Pro Leu 
165 170 175 

atg ttt ggt tet ctt aeg gtg gaa aaa eta aaa aca ttg gtg aat cca 633 
Met Phe Gly Ser Leu Thr Val Glu Lys Leu Lys Thr Leu Val Asn Pro 
180 185 190 195 

gee aat gtg ace ttt aaa ace tat gaa ggt atg atg cac agt teg tgt 681 
Ala Asn Val Thr Phe Lys Thr Tyr Glu Gly Met Met His Ser Ser Cys 
200 205 210 

caa cag gaa atg atg gat gtc aag caa tte att gat aaa etc eta cct 729 
Gin Gin Glu Met Met Asp Val Lys Gin Phe lie Asp Lys Leu Leu Pro 
215 220 225 

cca att gat tga egtcactaag aggectt 758 
Pro lie Asp 
230 



<210> 4 
<211> 35 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 





4 



<400> 4 

ggggggcata tgtgcggcaa taacatgtca acccc 



35 



<210> 5 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



<210> 6 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 6 

Met Gly Ser Ser His His His His His His Ser Ser Gly Leu Val Pro 



primer 



<400> 5 

gcgcgaattc tcaatcaatt ggaggtagga gtttat 



36 



1 



5 



10 



15 



Arg Gly Ser His 
20 



